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MX G-type PDIS/BINDS Industry SAXS CryoEM

(group) (group) (Proposals) (group)
2014 146 23 11 41 0 221
2015 134 21 12 41 0 208
2016 126 26 12 48 0 212
2017 146 22 13 44 0 225
2018 132 17 15 52 35 251
2019 116 15 15 54 37 237
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MX, BioSAXS, CryoEM
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Crystallography

it s T2 9 % a ¥

Reward

- Fully connected+LeRu
- Fully connected+linear

14

Bl

>33
=]

IC K57

JoF

[of

O:L“-&

Resultant statistics I I I Strategy of the next cycle



eI CScience Z D k9 !

/

A EEEDCL v, o U7y 7 A9 5D H U NWE 2D

15



a7zl L

* Biology CI W ?HE@ETIN? (MAF->TELWTE:)
s fEmF. P TFRFEHLREDTY, CEYFETLHELTH, - -

c BEMLAEATL D OHEBTCEA WL, WS ZElFhw, =7 L. BELEHMCICHE

ICLWEE HEORNR) 2ZZ520ENH B,

c HFEDEZTADHLCEZT!

(BREEE) 2 /508AIX. AVOREICERZRT S, BOT, BIEZBIELT
ADBETZdHZ &I L7

GGHiE) [AIE-TAYH»H~? |

HEMAEZAFHHSTHTO—IICEIETIEHIPDODIBALHICEHF L THH RS &

A ELA D,

c FEROBEIZITH-EY EENVTTFIU, I7tw%i#?yt@®TTéb #
DL BEVWHDIE, HARBETFMIIEL LY T (IThiZEFEWL) |
L IMZFFHlIbHr B L (BEEEFRBRESEAEZEETYT) HRIZH Y i‘li‘/u

16



Crystallography

BL O 5T ]

RETIZD D £X A, BETHDOEIETY,

17



72> & 2%~ 1> 5 BN

MIB{LF = & BiEZ f5,5°BioSAXS




% W AT AT IZ I L C

Evaluation of free
energy landscape

Intelligent automatic analysis software

using the information science

SEC-SAXS

Stable (Kd < ~nmol)

Unstable (Kd > umol)

) 4

SEC-SAXS/UV-Vis.
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\l, Sample Cell
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Flow

X-ray
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High-speed/Large-area 2D
detector
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Titration-SAXS
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Serial Analyzer 1.3.1

Matrix optimization, Conjugate gradient method,
Singular Value Decomposition(SVD), etc...

Titration-SAXS

Reconstruction of scattering profile of
each component based on SVD (under
development)

Component decomposition
analysis using SVD

u spectra v spectra

form factor Structure factor



NMR+CryoEM

SAXS+NMR

SAXS+CryoEM

MX+SAXS+CryoEM (KEK4})

MX+SAXS+CryoEM
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MX+SAXS

MX+NMR+CryoEM

MX+CryoEM

MX+NMR
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