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[ PReMo - PF Remote Monitoring X 4
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PF Remote Monitoring system

@ hitpsy/premo.kek jp/RC)

/eb/action/xmlviewe

Home Beamtime Screening Setting
Year2019 v | Previous Back to the screening list |
arimehl (e Order. 3 Dxscan:  Done Comment
ContainerlD: FY-01 Snapshot: Done
&—BL-1A Port 3 Runs: Done
—2019-02-28 Barcode: Process
Protein DmNobo
&—BL-5A CrystallD:  DmNobo_003
E2019-03-03
2019-03-03 =
2019-03-05 uBiefieshy
&—BL-17A
t?am 3-01
2019-03-09
Dxscan [
- AR-NW12A
& AR-NE3A
L-2019-03-08
Snapshot { :
T
Capture ‘
Runs

o
LT |

i

Data statistics

Total Inner Outer
Resolution 46.50 46.50 165
- 1.62 8.87 1.62
Rmerge 0.043 0.019 0.983
I/sigmal 278 797 23
Completeness 98.0 99.1 812

Redundancy 127 10.7 86

XmlViewer

Add commont)

30mM_CCB, 10mM GSH (0228 17:58  sbguse?)

‘0"

Edt

- o x
* @
User: sbguser
Group: sbguser
Logout Help [ PReMo - Experiment Result Viewer - Google Chrome.
Next & httpsy/premo.kekjp/RCN tion/xmlviewer/ex
PF Remote Manitoring systo

plateWithParam.htm!

Previous experiment | | Next experiment

condition _(dxscan)

ine BL-17A
File path

Time

[
Igpfs/datalsbguser/2019-03-01_BL17A/FY-01/3/sirocc_gridscan/13 56 File name

2019-03-01 13:56:38
scan_01

100um

38%

E4)

download capture image | #/Show ruler

> @ISynchronize with the capture image zoom
when there are numerous the grid, processing will takes time

X: 5.1 mm Y: 187.4 mm Resolution: 2.15 A

pan window
scan_01_00863.cbf (Omega: 75.0 deg))
Brightness

( 1.00
Contrast

( 0.00
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Because SIROCC recognizes a protein crystal based on the number of diffraction spots,
SIROCC tends to choose a portion of multiple lattice.

i’:" = 4 | Courtesy of Dr. Kudo
s (RIKEN)

Single lattice Multiple lattice

: 5.8 % SG: P1, R

merge*

:25.9 %

merge*

Automated ,
processing >G: P2,2,2,, R
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|___Date | Beamline |A[B|CIDIEIFIGIH|I/JIKILIMIN| Unipuck# |Sampleff

2018/5/18 AR-NE3A @ @ @ 12 174
2018/5/25 AR-NE3A @ @ 4 60
2018/6/1 AR-NE3A @ @ @ 6 85
2018/6/8 AR-NESA @ @ O 10 140
2018/6/15  AR-NE3A 00 10 150
2018/6/22 AR-NE3A @ @ 7 105
2018/6/28 AR-NE3A @ @ ® 8 121
2018/11/22  AR-NE3A o0 o0 9 129
2018/11/30  AR-NE3A ® 2 21
2018/12/7  AR-NE3A @ 00 14 170
2018/12/14 AR-NE3A @ @ o0 10 151
2019/2/22 BL.5SA @ 3 45
2019/3/1 BL-17A ® ® o0 10 131
2019/3/8 AR-NE3A o o 2 25
2019/3/22 BL-5A
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